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Figure S1. RISA fingerprinting of CRC tissue and non-malignant adjacent mucosa. The
intergenic spacer region between the 16S and 23S rRNA genes was amplified with
conserved primer pairs (Table S1) and analyzed using an Agilent Bioanalyser. Patient
characteristics can be found in Table 1; off, non-malignant tissue; on, tumor tissue.
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